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AL T 286, 28 R IS 358 A 0 A AT I 1) £ % B 201 Jfd Control Knockout HEK293T Cells (L00020)ER 4 5] GFP (1) %+ B& 21 ffd
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3 7 K [A) B 4 A 2 T CRISPR/Cas9 i A 19 SLC22 A 18 J K] il % 11 /53 R (L30930 pLenti-SLC22A18-sgRNA) . 12 B (L3093 1
SLC22A18 Knockout Lentivirus). HEK293T4HJf1(L30932 SLC22A18 Knockout HEK293T Cells). HEK293 Tt i 4 il (I RIPA %Y
fiA ¥ (L30933 SLC22A18 Knockout HEK293T RIPA Lysate). HEK293T i 4 4 it ) Trizol 24 i ¥ (L30934 SLC22A18 Knockout
HEK293T Trizol Lysate)%5 /= i, FARIEE 2 25 K ik B 10 BTE AT i 0 DT o A 272 o
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human SLC22A18 5002 BCO015571 NM_ 183233
About the gene

Official Symbol SLC22A18

Previous Symbol ORCTL2|BWSCRIA|IMPT1|SLC22A1L

Official Full Name | solute carrier family 22 member 18

Synonyms BWRI1A; TSSCS; ITM
Location 11pl5.4

Gene Type protein-coding gene

Uniprot ID Q96BI1

Pathway/Library others

This gene is one of several tumor-suppressing subtransferable fragments located in the imprinted gene
domain of 11pl5.5, an important tumor-suppressor gene region. Alterations in this region have been
associated with the Beckwith-Wiedemann syndrome, Wilms tumor, rhabdomyosarcoma, adrenocortical
carcinoma, and lung, ovarian, and breast cancer. This gene may play a role in malignancies and disease
that involve this region as well as the transport of chloroquine- and quinidine-related compounds in the
kidney. Two alternative transcripts encoding the same isoform have been described.
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g AU R FRBNDMEM (high glucose)+10% FBS. 5 7ERE 7RI -F NS & 75 8 2 -5E 8 R I W AR I mT RE M40 T 75 4%,
W 7 K75 5 -8 R (100X) (C0222). [FAIE, In N9 FE 1 pg/mlffiPuromycin (ST551) . A& 441895 75 IVHEK 293 T
IR BAAR(S BiE S %293T (AR B 4H) (C6008):  https://www.beyotime.com/product/C6008.htm .
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a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
HEATPCRY 18, SR J5 HEATTTEIRG VI AT LK o0 M7, EARIE S35 38 25 K11 5 [ 41 G 5 53 7 46 771 51(D0508) BT 7 Endonuclease
I (CRISPRAE 2[RI SR 4 58 i) (D7080); ] LIS H MR M HTAR TR . 35 BT CRISPRE: PR B il 2 A3
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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